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Color Key for Rlignnenb Scores 





Sequences producing significant alignments: 


Score 
(bits) 


E 

Value 




gi 


37182174 


igb|AY358526.l[ Homo sapiens clone DNA66521 NXPH. . . 


3709 


0 . 


0 ifl 


n 


gi 


21739859 


|emb|AL834282.l|HSM805317 Homo sapiens mRNA; cDN. . . 


3701 


0 . 


0 11 


H 


gi 


50481358 


emb|CR600551.l| full-length cDNA clone CS0DF024... 


3693 


0 . 


0 




gi 


27754211 


ref |NM_007225 . 1 | Homo sapiens neurexophilin 3 (... 


3681 


0. 


0 11 


m 


gi 


18490704 


gb | BC022541 . 1 | Homo sapiens neurexophilin 3, mR. . . 


3 681 


0 . 


0 H 


an 


gi 


28191449 


gb| AC006487 . 9 | Homo sapiens chromosome 17, clon. . . 


3489 


0 . 


0 H 




c?i 


6330145 Idbj |AB032985.l| Homo sapiens mRNA for KIAA1159 p. . . 


3420 


0. 


0 il 




gi|4105165 |< 


ibl AF043468. 1 1 AF043468 Homo sapiens neurexophili . . . 


1128 


0. 


0 H 




gi 


4104960|gb|AF042713.l|AF042713 Rattus norvegicus neurexo... 


932 


0. 


o 9 




gi 


11067402 


ref |NM_021679 . 1 | Rattus norvegicus neurexophili,.. 


932 


0 . 


0 H 




gi 


13938104 


gb|BC007167 . 1 | Mus musculus neurexophilin 3, mR. . . 


900 


0. 


0 H 


IS 


gi 


18699993 


ref | NM_130858 . 1 | Mus musculus neurexophilin 3 (... 


900 


0 . 


0 H 


s 


gi 


26332926 


Idbj I AK038955 . 1 | Mus musculus adult male hypotha. . . 


900 


0 . 


o m 




gi 


21537471 


emb| AL662875 . 14 | Mouse DNA sequence from clone ... 


809 


0 . 


0 




gi 


17483894 


gb| AF424823 . 1 | AF424323 Macaca mulatta neurexoph. . . 


53 3 


e- 


•148 




gi 


48841848 


emb |BX649458 . 8 | Zebrafish DNA sequence from clo... 


80 


2e-ll 




gi 


32251578 


I emb| AL954329 . 7 | Zebrafish DNA sequence from clo... 


66 


3e-07 




gi 


44844409 


[ emb |BX571820 . 5 | Zebrafish DNA sequence from clo... 


62 


5e-06 




gi 


41635250 


!emb|BX934722 . 1 | Gallus gallus finished cDNA, cl . . . 


62 


5e-06 H 


1 


gi 


49901442 


|gb|BC076424.1 | Danio rerio cDNA clone MGC: 10110... 


52 


0 


004 M 


ill 


gi 


49659361 


I emb | BX323597 . 8 | Zebrafish DNA sequence from clo... 


50 


0 


018 
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24980915 lab I BC039747 .1 



14198101 lab I BC008114.1 | 



1906813 6 ]gb | AY059393 . 1 | 



25046428 lab [AC084073 .22 | 



250133 68 |gb|AC087781.17 I 



Mus musculus neurexophilin 3, mR. 

Mus musculus neurexophilin 3, mR. 

Mus musculus membrane glycoprote . 
Mus musculus chromosome 1 clone. 
Mus musculus chromosome 1 clone. 

20988202lgb| BC029 659 . 1 | Mus musculus immunoglobulin supe . 

315433161 re f] NM__053199 . 2 1 Mus musculus immunoglobulin su . 

2 6343 2 02 1 dbj 1 AK0 53 077 . 1 [ Mus musculus 15 days embryo hea , 

26326786 1 db j 1 AK03 07 82 . 1 [ Mus musculus 8 days embryo whol . 

402 5488 5 1 ref 1 NM_018990 .2 1 Homo sapiens chromosome X open. 

303 54016 jgb | BCO 5 1881 . 1 1 Homo sapiens chromosome X open r. 

42 600 547 1 dbj jAB16267 5.il Homo sapiens NXPH2 raRNA for neu . 

467 87 52 | emb|AL049683 . 1 |HS7 53P092 Human gene from PAC 753. 

3550108 |emb| AL023653 .1 IHS753P9 Human DNA sequence from c. 



15591370 | emb 1 AL589931 . 14 j Human DNA sequence from clone . 

19718557 | gb [ AF195953 . 2 1 Homo sapiens membrane-bound amin. 
15 63 87 87 j gb I AC092 62 0 . 2 | Homo sapiens BAC clone RP11-231E. 

4105163 |gb|AF043467 . 1 | AF043467 Homo sapiens neurexophili . 

42 6 5 6448 1 ref 1 XMJ37 1573 .2 1 Homo sapiens neurexophilin 2 (. 

Bos taurus PREF1 gene, exon 1, . 
Mus musculus BAC clone RP23-23B2. 



11094302 j dbj 1AB05072 5. 1 1 



27545173 jgb 1AC123069. 4 | 



3080664|gb|AC004613.l| 



48 675466 1 gb I AC1447 14 . 4 | 



Homo sapiens PAC clone RP4-651K2 . 
Mus musculus BAC clone RP24-371M. 

28703719lgb[ BC047 50 5 . 1 I Homo sapiens neurexophilin 1, mR. 

217 54923 | db j jAK09562 4.l| Homo sapiens cDNA FLJ38305 fis, . 

12 331138 ! embj AL44592 9 . 5 | Human DNA sequence from clone R. 

16303577 jgb [AC079239 . 6 | Homo sapiens BAC clone RP11-722M. 

18057083 jgb [ACQ 9 3 512. 2 | Homo sapiens chromosome 16 clone. 

1574147 9 | gb[ ACQ 0 9 014. 5 I Homo sapiens chromosome 5 clone . 

64668001 gb | AF113 616 . 1 | AF113 616 Homo sapiens intestinal m. 
453 9 67 9 1 gb | AF073 343 . 1 | AF073343 Homo sapiens SMAD5 gene, . 



3 822 9447 j gb | AC12 553 6 . 3 | 



9929915|dbj |AB038782.l| 



15823300 1 dbj lAB0473 62.l| 



23 097337 [ref 1NM_1 527 45. 1 1 



22759518 1 emb [ AL807794 . 6 | 



39930314 j ref lNM_007224.1 1 



37497210 jgb | AC12 62 53 .3 | 



31442 52 8 jgb | AC127 545 .4[ 



34740425[gb|AC122299.5| 



\i 1 3 008983 9 j gb| AC13319 0 . 2 | 
38323217 1 gb 1^1102 12 . 12 1 



29336308 lgb[AC127325 ,4| 



21955088 |gb|AC12 2003 .2 | 



37999311 jgbl AC118033 .7 | 



37182349 jgb [AY3 58614.1 | 



33 469214 1 gb | AC102 604 . 13 | 



29791607 [gb | BC050314.1 | 



50548000 1 ref [ XM_50147 0 . 1 



31565572 1 gb I BC053 581 . 1 1 



22003991 jgb | AC083905 .20 [ 



Mus musculus BAC clone RP24-142N. 
Homo sapiens MUC3A gene for inte. 

Homo sapiens Nxphl mRNA for neu. 

Homo sapiens neurexophilin 1 ( . 
Mouse DNA sequence from clone R. 

Homo sapiens neurexophilin 4 (. 
Mus musculus BAC clone RP24-119M. 
Mus musculus BAC clone RP24-562H. 
Mus musculus BAC clone RP23-270L. 
Mus musculus BAC clone RP23-375H. 

Mus musculus chromosome 19, clo. 
Mus musculus BAC clone RP23-250E. 
Mus musculus BAC clone RP24-33 6G. 
Mus musculus chromosome 14, clon. 

Homo sapiens clone DNA83 509 NXPH. 
Mus musculus chromosome 19, clo. 

Homo sapiens bridging integrator. 
Yarrowia lipolytica CLIB99, YA. 

Homo sapiens neurexophilin 4, mR. 
Homo sapiens 3 BAC RP11-124N24 . 



50 

50 

48 
48 
48 

48 

48 

48 

48 

46 

46 

46 

46 

46 

46 

46 
46 

46 

46 
46 
44 

44 
44 

44 

44 
44 
44 
44 
44 

44 
44 
44 
44 

44 

44 

AA 
42 
42 
42 
42 
42 
42 
42 
42 

.JA 
42 
42 

42 
42 

42 
42 



0.018 

0.018 

0.070 
0.070 
0.070 

0.070 

0.070 

0.070 

0.070 

0.28 

0.28 

0.28 

0.28 

0.28 

0.28 

0.28 
0.28 

0.28 

0.28 
0.28 
1.1 

1.1 
1.1 

.1 

.1 
.1 
.1 

.1 ' 
.1 

.1 
.1 
.1 
.1 

.1 

.1 
.1 



4.3 
4.3 



4. 
4. 
4. 
4 . 
4 . 
4 . 
4. 

4. 

4, 

4. 
4. 

4. 
4 



MM 



m 



B 

ill 
SI 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



07/24/2004 



RID=1090699527-14705-156772336838.BLASTQ4, 



Page 4 of 46 



2L 

2l 



2i. 



Si. 

si 
si 
£i 



2! 

si 
si 
si 
si 
si 



si 
si 
si 
si 



si 
si 
si 
si 
si 
si 



si 
si 



22830569 



47564193 



34530279 



21753252 



21750074 



21321986 



46309689 



28875848 



20219181 



27228898 



14018353 



17483921 



17483886 



32436442 



13 677161 



14589684 



qb|AF271897.2 1 



qbl AC131690 . 3 | 



Homo sapiens chromosome 8 clone . 
Mus musculus BAC clone RP23-386P. 

dbi lAK124486.ll Homo sapiens cDNA FLJ42495 fis, . 

dbj lAK094231.ll Homo sapiens cDNA FLJ3 6912 fis, . 

dbj 1 AK091655 . 1 | Homo sapiens cDNA FLJ3433 6 fis, . 

gb [ ACQ 6 8 657 . 6 | Homo sapiens chromosome 5 clone . 

qbl AC147258 . 2 1 Mus musculus BAC clone RP24-297K. 

qb|AC137834.9| Homo sapiens 12 BAC RP11-123K3 (. 

qblAC103828.2 | Homo sapiens chromosome 11, clon. 

qb 1 AC037459 .16 [ Homo sapiens chromosome 8, clon. 

emb 1 AL3 55102 . 5 I CNS05TCL Human chromosome 14 DNA. 
qb| AF424833 . 1 1 AF424833 Macaca mulatta neurexoph. 
qb| AF424820 . 1 1 AF424820 Macaca mulatta neurexoph. 



embl AL773557 .21 1 Mouse DNA sequence from clone . 
qbl AC012003 . 9 1 Homo sapiens BAC clone RP11-498P. 
qb| AC021105 . 13 | Homo sapiens BAC clone RP11-163. 

21627 095 | gb | AS003 806 . 3 | Drosophila melanogaster chromoso. 

4105167 1 qb| AF0434 69 . 1 | AF043469 Homo sapiens neurexophili . 

4104962|qb| AF042714 . 1 | AF042714 Rattus norvegicus neurexo. 



3 047 074 [qbl AF058 914. 1 |F21E10 Arabidopsis thaliana BAC F2 . 



11067404 



22798440 



24395190 



13092390 



18252290 



49647136 



34304108 



12835194 



ref j NM_021680 . 1 1 Rattus norvegicus neurexophili. 
emb] AL831725 • 5 | Mouse DNA sequence from clone R. 
emb | AL844583 . 6 | Mouse DNA sequence from clone R. 
emb[AL512 294.3 | LMFL654 Leishmania major Friedli. 



embl-AL606504.14l 



embjCR382129.il 



ref NM 183297.1! 



dbj |AK004130.1| 



Human DNA sequence from clone . 
Yarrowia lipolytica chromosome . 

Mus musculus neurexophilin 4 ( . 

Mus musculus 18-day embryo whol . 

Alignments 



42 


4.3 


42 


4 . 3 


42 


4.3 


42 


4 . 3 


42 


4 . 3 






42 


4 . 3 


42 


4.3 


42 


4.3 


42 


4 . 3 


42 


4 . 3 


A "> 


A "i 
<± . J 


42 


4.3 


42 


4.3 


42 


4.3 


a n 
4z 






A "3 


42 


4 . 3 


42 


4.3 


42 


4 . 3 


42 


4 . 3 


A O 


A 1. 
4 . j 


42 


4.3 


42 


4.3 


42 


4.3 


42 


4.3 


42 


4.3 


42 


4.3 



" Get; seiec^ci sequences I 



ili Deselect all 
J ; 



□ > gi | 37182174 [gb | AY35852 6.1 | 
Length = 1871 



Homo sapiens clone DNA66521 NXPH3 (UNQ687) mRNA, 



Score = 3709 bits (1871), Expect =0.0 
Identities = 1871/1871 (100%) 
Strand = Plus / Plus 



Query: 1 ctgggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 

IIIIIMIIIIIMIIIIIIIIIIIIMIIIIIIMIIIIIIMIIIIIIIII llllll 

Sb j ct : 1 ctgggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 



60 



60 



Query: 61 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 12 0 

Mill IMIIII MINI II llllllll lllllll Mill llllllll! I MINI MM 

Sbjct : 61 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 120 



Query : 121 caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 18 0 
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Sbjct: 121 



IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMI 

caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 



180 



Query: 181 cggccccgggtgcctcggaagcggggccacatctcacctaagtcccgccccatggccaat 

iiiiiiiiiiiiiiiiiiiiiiiiiililliiiilliliilliilllliiiiiiiiiiii 

Sbjct : 181 cggccccgggtgcctcggaagcggggccacatctcacctaagtcccgccccatggccaat 



240 



240 



Query: 241 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 300 

1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 241 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 300 



Query: 301 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 

II I II 1 1 1 II II 1 1 II II III II II II I MM III I II II II 1 1 II I II IN I II Ml 1 1 

Sbjct : 301 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 



360 



360 



Query : 3 61 ggcgact t ctact ccaacat caagacggtggccctgaacc tgc t cgt cacagggaagat t 

1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3 61 ggcgact t ctact ccaacat caagacggtggccctgaacc tgc t cgt cacagggaagat t 



420 



420 



Query : 421 gtggaccatggcaatgggacct tcagcgtccacttccaacacaatgccacaggccaggga 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I 

Sb j ct : 421 gtggaccatggcaatgggacct tcagcgtccacttccaacacaatgccacaggccaggga 



480 



480 



Query: 481 aacatctccatcagcctcgtgccccccagtaaagctgtagagttccaccaggaacagcag 

I II 1 1 II M I II II I II I II I II II 1 1 1 1 1 II 1 1 II II 1 1 1 1 1 1 M 1 1 II II 1 1 1 II 1 1 1 

Sbjct : 481 aacatctccatcagcctcgtgccccccagtaaagctgtagagttccaccaggaacagcag 



540 



540 



Query: 541 atcttcatcgaagccaaggcctccaaaatcttcaactgccggatggagtgggagaaggta 600 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 541 atcttcatcgaagccaaggcctccaaaatcttcaactgccggatggagtgggagaaggta 600 



Query: 601 gaacggggccgccggacctcgctttgcacccacgacccagccaagatctgctcccgagac 

1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 L 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 601 gaacggggccgccggacctcgctttgcacccacgacccagccaagatctgctcccgagac 



660 



660 



Query: 661 cacgctcagagctcagccacctggagctgctcccagcccttcaaagtcgtctgtgtctac 720 

1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 661 cacgctcagagctcagccacctggagctgctcccagcccttcaaagtcgtctgtgtctac 720 



Query: 721 atcgccttctacagcacggactatcggctggtccagaaggtgtgcccagattacaactac 

1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 ! 1 1 ! 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 

Sbjct : 721 atcgccttctacagcacggactatcggctggtccagaaggtgtgcccagattacaactac 



780 



780 



Query: 781 catagtgataccccctactacccatctgggtgacccggggcaggccacagaggccaggcc 840 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 781 catagtgataccccctactacccatctgggtgacccggggcaggccacagaggccaggcc 840 



Query: 841 agggctggaaggacaggcctgcccatgcaggagaccatctggacaccgggcagggaaggg 900 



http://www.ncbi.nlm.nih.gov/BLAST/Blastxgi 



07/24/2004 



RID=1090699527-14705-156772336838.BLASTQ4, 



Page 6 of 46 



Sbjct: 841 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIII 

agggctggaaggacaggcctgcccatgcaggagaccatctggacaccgggcagggaaggg 



900 



Query: 
Sbjct : 



901 gttgggcctcaggcagggaggggggtggagacgaggagatgccaagtggggccagggcca 960 

II Mill Mlllllllllll II Mill IMIIIIIIIIII lllllllllllll IIIIIM 

901 gttgggcctcaggcagggaggggggtggagacgaggagatgccaagtggggccagggcca 960 



Query: 9 61 agtctcaagtggcagagaaagggtcccaagtgctggtcccaacctgaagctgtggagtga 1020 

M M M M M I M M M M M M M M M M M M M M M M I M M M M M M I II I 

Sbjct : 961 agtctcaagtggcagagaaagggtcccaagtgctggtcccaacctgaagctgtggagtga 1020 
Query: 1021 ctagatcacaggagcactggaggaggagtgggctctctgtgcagcctcacagggctttgc 1080 

II Mill I llllll I Mill II Mill I MM I II Mill lllllllllllll IIIIIM 

Sbjct : 1021 ctagatcacaggagcactggaggaggagtgggctctctgtgcagcctcacagggctttgc 1080 
Query: 1081 cacggagccacagagagatgctgggtccccgaggcctgtgggcaggccgatcagtgtggc 1140 

II Mill llllllll Mill II Mill llllll II Mill Mill Ml Mill II Mill 

Sbjct: 1081 cacggagccacagagagatgctgggtccccgaggcctgtgggcaggccgatcagtgtggc 1140 
Query: 1141 cccagatcaagtcatgggaggaagctaagcccttggttcttgccatcctgaggaaagata 12 00 

j 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 M M 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1141 cccagatcaagtcatgggaggaagctaagcccttggttcttgccatcctgaggaaagata 1200 



Query: 12 01 gcaacagggagggggagatttcatcagtgtggacagcctgtcaacttaggatggatggct 

I ! M 1 1 1 1 1 1 II 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 12 01 gcaacagggagggggagatttcatcagtgtggacagcctgtcaacttaggatggatggct 



1260 



1260 



Query: 12 61 gagagggcttcctaggagccagtcagcagggtggggtggggccagaggagctctccagcc 13 2 0 

MIMMIMMIMIIMI IIMIIIIIIIIIIIIIIII llllllll IIIMIIIMM 

Sbjct : 12 61 gagagggcttcctaggagccagtcagcagggtggggtggggccagaggagctctccagcc 13 2 0 

Query: 1321 ctgcctagtgggcgccctgagccccttgtcgtgtgctgagcatggcatgaggctgaagtg 13 80 

INI I IMIIIIIMM III MM llllll llllllll II Ml IIIIIM Mill I MM 

Sbjct : 1321 ctgcctagtgggcgccctgagccccttgtcgtgtgctgagcatggcatgaggctgaagtg 1380 



Query: 13 81 gcaaccctggggtctttgatgtcttgacagattgaccatctgtctccagccaggccaccc 

MMMMMIMIIIIMI MMMMIMIIMMIMIMIIMI MIIIIMIMI 

Sbjct : 1381 gcaaccctggggtctttgatgtcttgacagattgaccatctgtctccagccaggccaccc 



1440 



1440 



Query: 1441 ctttccaaaattccctcttctgccagtactccccctgtaccacccattgctgatggcaca 1500 

IMIIIIIM I Mill 1 1 MM 1 1 llllll llllllll II Ml IIIIIM llllll 1 1 II 

Sbjct : 1441 ctttccaaaattccctcttctgccagtactccccctgtaccacccattgctgatggcaca 1500 



Query: 1501 cccatccttaagctaagacaggacgattgtggtcctcccacactaaggccacagcccatc 

Ml IIIIIM llllllllllllll IIIIIM IIIIIM Mill Mill II I II Mill II 

Sbjct : 1501 cccatccttaagctaagacaggacgattgtggtcctcccacactaaggccacagcccatc 



1560 



1560 



Query: 1561 cgcgtgctgtgtgtccctcttccaccccaacccctgctggctcctctgggagcatccatg 1620 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



07/24/2004 



RID=1090699527- 14705- 156772336838.BLASTQ4, 



Page 7 of 46 



Sbjct: 



llllllllllllll III III lllllllllllllll Mill llllllllllllllllllll 

15 61 cgcgtgctgtgtgtccctcttccaccccaacccctgctggctcctctgggagcatccatg 1620 



Query: 1621 tcccggagaggggtccctcaacagtcagcctcacctgtcagaccggggttctcccggatc 1680 

II llllllllll Mill Mill lllllllllll Mill Mill Mill Mill lllllll 

Sbjct: 1621 tcccggagaggggtccctcaacagtcagcctcacctgtcagaccggggttctcccggatc 1680 



Query: 1681 tggatggcgccgccctctcagcagcgggcacgggtggggcggggccgggccgcagagcat 1740 

Mill II Mill Mill Mill lllllllllll Mill II III Mill Mill lllllll 

Sbjct: 1681 tggatggcgccgccctctcagcagcgggcacgggtggggcggggccgggccgcagagcat 1740 



Query: 1741 gtgctggatctgttctgtgtgtctgtctgtgggtggggggaggggagggaagtcttgtga 1800 

MINIUM MM I M III IIIIIIIIMIIIIIIII IIIIMII II II Mill Mill 

Sbjct: 1741 gtgctggatctgttctgtgtgtctgtctgtgggtggggggaggggagggaagtcttgtga 1800 



Query: 1801 aaccgctgattgctgacttttgtgtgaagaatcgtgttcttggagcaggaaataaagctt 1860 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIMIMIIIIIIIIIIIIMI II 

Sbjct : 1801 aaccgctgattgctgacttttgtgtgaagaatcgtgttcttggagcaggaaataaagctt 1860 



Query: 1861 gccccggggca 1871 

lllllllllll 

Sbjct: 1861 gccccggggca 1871 



□ > gi [ 21739859 1 emb 1 AL834282 . 1 1HSM805317 
complete cds 
Length = 2193 



Homo sapiens mRNA; cDNA DKFZp547N1615 



Score = 3701 bits (1867), Expect = 0.0 
Identities = 1870/1871 (99%) 
Strand = Plus / Plus 



Query: 1 ctgggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIII 

Sbjct: 309 ctgggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 3 68 



Query : 61 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 

MMIMIMMMMMIIMIIIIIIIIMI llllllllll lllllllllllllll II 

Sbjct : 3 69 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 



120 



428 



Query: 121 caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 180 

IMMMMIMMMMMIIIIIIMIIMI IIIIIMIM Mill IIIIIMIMM 

Sbjct: 429 caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 488 



Query : 181 cggccccgggtgcctcggaagcggggccacatctcacctaagt cccgccccatggccaat 

Mill MM I Mill Ml II Mill Mill I II IMMMI M Ml MINI MINI II 

Sbjct : 489 cggccccgggtgcctcggaagcggggccacatctcacctaagt cccgccccatggccaat 



240 



548 



Query: 241 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 3 00 
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Mill IMIIIIIII IIIIIIMIIIIIIIIMIIIIIIIIIIIIMIMIIIIIII III 

Sbjct : 549 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 608 

Query: 301 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 3 60 

IMMMMIIMMMMMIIIIMMIMMIIMMMIMMIM lllllll III 

Sbjct : 609 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 668 

Query: 3 61 ggcgacttctactccaacatcaagacggtggccctgaacctgctcgtcacagggaagatt 420 

llllll MIIIMI I MMMl I lllllll. I MUM IMIIIM 

Sbjct : 669 ggcgacttctactccaacatcaagacggtggccctgaacctgctcgtcacagggaagatt 728 

Query: 421 gtggaccatggcaatgggaccttcagcgtccacttccaacacaatgccacaggccaggga 480 

MIMMMIMMIMMIMIIIIIMI llllllllllllllllllll lllllll Ml 

Sbjct : 72 9 gtggaccatggcaatgggaccttcagcgtccacttccaacacaatgccacaggccaggga 7 88 

Query: 481 aacatctccatcagcctcgtgccccccagtaaagctgtagagttccaccaggaacagcag 540 

M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 

Sbjct : 789 aacatctccatcagcctcgtgccccccagtaaagctgtagagttccaccaggaacagcag 848 

Query: 541 atcttcatcgaagccaaggcctccaaaatcttcaactgccggatggagtgggagaaggta 600 

lllllllll MMIIIIMI MIIMMIIMMIMMMMMIMI lllllll III 

Sbjct : 849 atcttcatcgaagccaaggcctccaaaatcttcaactgccggatggagtgggagaaggta 908 

Query: 601 gaacggggccgccggacctcgctttgcacccacgacccagccaagatctgctcccgagac 6 60 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 

Sbjct : 909 gaacggggccgccggacctcgctttgcacccacgacccagccaagatctgctcccgagac 9 68 

Query: 661 cacgctcagagctcagccacctggagctgctcccagcccttcaaagtcgtctgtgtctac 7 20 

lllllllll MMIIIIMI IIIIMMMMMMIMMMMIMI lllllll III 

Sbjct : 969 cacgctcagagctcagccacctggagctgctcccagcccttcaaagtcgtctgtgtctac 1028 

Query: 721 atcgccttctacagcacggactatcggctggtccagaaggtgtgcccagattacaactac 7 80 

lllllllll MIMIIMM lllllllll MIMMIMM IIIIIIIIIIMIIIII 

Sbjct : 1029 atcgccttctacagcacggactatcggctggtccagaaggtgtgcccagattacaactac 1088 

Query: 781 catagtgataccccctactacccatctgggtgacccggggcaggccacagaggccaggcc 840 

MMIMIIIIMIMMMMMMIMMIMIMM II MIIIMI IMIIII III 

Sbjct : 1089 catagtgataccccctactacccatctgggtgacccggggcaggccacagaggccaggcc 1148 

Query: 841 agggctggaaggacaggcctgcccatgcaggagaccatctggacaccgggcagggaaggg 9 00 

IIIIMIMI MMIIIIMI lllllllll MIMIMIIII MIMMIIMIIIIMI 

Sbjct : 1149 agggctggaaggacaggcctgcccatgcaggagaccatctggacaccgggcagggaaggg 1208 

Query: 901 gttgggcctcaggcagggaggggggtggagacgaggagatgccaagtggggccagggcca 9 60 

IIMIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII Ml 

Sbjct: 1209 gttgggcctcaggcagggaggggggtggagacgaggagatgccaagtggggccagggcca 1268 

Query : 9 61 agt c t caagtggcagagaaagggt cccaagtgctggt cccaacc tgaagc t gtggagtga 102 0 
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lllllllllll IIIIIIIMIIMIIIIIIIIIIIIIIIIIIIMIIIMMIMIIIII 

Sbjct: 1269 agtctcaagtggcagagaaagggtcccaagtgctggtcccaacctgaagctgtggagtga 1328 
Query: 1021 ctagatcacaggagcactggaggaggagtgggctctctgtgcagcctcacagggctttgc 1080 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 M 1 1 

Sbjct: 1329 ctagatcacaggagcactggaggaggagtgggctctctgtgcagcctcacagggctttgc 1388 
Query: 1081 cacggagccacagagagatgctgggtccccgaggcctgtgggcaggccgatcagtgtggc 1140 

1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 1389 cacggagccacagagagatgctgggtccccgaggcctgtgggcaggccgatcagtgtggc 1448 
Query: 1141 cccagatcaagtcatgggaggaagctaagcccttggttcttgccatcctgaggaaagata 1200 

iiiiiiilllillliiiiiiiililliliiiiiliii iilliliilllilillliiiil 

Sbjct: 1449 cccagatcaagtcatgggaggaagctaagcccttggtccttgccatcctgaggaaagata 1508 
Query: 1201 gcaacagggagggggagatttcatcagtgtggacagcctgtcaacttaggatggatggct 12 60 

iiiiiiiiiiiiiilllilllliiiiiilillliiiiilliiiiiilliiiniliiill 

Sbjct: 1509 gcaacagggagggggagatttcatcagtgtggacagcctgtcaacttaggatggatggct 1568 
Query: 1261 gagagggcttcctaggagccagtcagcagggtggggtggggccagaggagctctccagcc 1320 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 1569 gagagggcttcctaggagccagtcagcagggtggggtggggccagaggagctctccagcc 1628 
Query: 1321 ctgcctagtgggcgccctgagccccttgtcgtgtgctgagcatggcatgaggctgaagtg 13 80 

IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIII IIIIMIII 

Sbjct: 1629 ctgcctagtgggcgccctgagccccttgtcgtgtgctgagcatggcatgaggctgaagtg 1688 
Query: 1381 gcaaccctggggtctttgatgtcttgacagattgaccatctgtctccagccaggccaccc 1440 

IIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIIMIII 

Sbjct: 1689 gcaaccctggggtctttgatgtcttgacagattgaccatctgtctccagccaggccaccc 1748 
Query: 1441 ctttccaaaattccctcttctgccagtactccccctgtaccacccattgctgatggcaca 1500 

IMIIIIIIIMIIIIIIIIIIIIIIIIIII IIIIMIIIIIIIIIIIMI IIIIMIII 

Sbjct : 1749 ctttccaaaattccctcttctgccagtactccccctgtaccacccattgctgatggcaca 1808 
Query: 1501 cccatccttaagctaagacaggacgattgtggtcctcccacactaaggccacagcccatc 1560 

1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 1 1 1 1 1 1 1 

Sbjct: 1809 cccatccttaagctaagacaggacgattgtggtcctcccacactaaggccacagcccatc 1868 
Query: 1561 cgcgtgctgtgtgtccctcttccaccccaacccctgctggctcctctgggagcatccatg 1620 

Ml II Ill 

Sbjct : 1869 cgcgtgctgtgtgtccctcttccaccccaacccctgctggctcctctgggagcatccatg 1928 
Query: 1621 tcccggagaggggtccctcaacagtcagcctcacctgtcagaccggggttctcccggatc 1680 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIII IIIIMIII 

Sbjct: 1929 tcccggagaggggtccctcaacagtcagcctcacctgtcagaccggggttctcccggatc 1988 
Query: 1681 tggatggcgccgccctctcagcagcgggcacgggtggggcggggccgggccgcagagcat 1740 
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1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 1989 tggatggcgccgccctctcagcagcgggcacgggtggggcggggccgggccgcagagcat 2048 
Query: 1741 gtgctggatctgttctgtgtgtctgtctgtgggtggggggaggggagggaagtcttgtga 1800 

1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 ii i 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 2049 gtgctggatctgttctgtgtgtctgtctgtgggtggggggaggggagggaagtcttgtga 2108 
Query: 1801 aaccgctgattgctgacttttgtgtgaagaatcgtgttcttggagcaggaaataaagctt 1860 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 

Sbjct: 2109 aaccgctgattgctgacttttgtgtgaagaatcgtgttcttggagcaggaaataaagctt 2168 
Query: 1861 gccccggggca 1871 

iiilliiiiii 

Sbjct: 2169 gccccggggca 2179 



□ > qi | 504813 58 j emblCR6 00 5 51 . 1 1 full-length cDNA clone CSODF024YM05 of Fetal brain 
(human) 
Length = 2 0 97 

Score = 3693 bits (1863), Expect =0.0 
Identities = 1866/1867 (99%) 
Strand = Plus / Plus 

Query : 1 c t gggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 6 0 

llllllllllll llllllllllllllllllllllllllllllll llllllllllllll II 

Sbjct : 231 ctgggaccccgaaaagagaaggggagagcgaggggacgagagcggaggaggaagatgcaa 290 
Query: 61 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 12 0 

II Mllll llllllll I llllll I llllll lllllll I llllll II MM 1 1 1 IIMI II 

Sbjct : 291 ctgactcgctgctgcttcgtgttcctggtgcagggtagcctctatctggtcatctgtggc 350 
Query: 121 caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 180 

1 1 1 1 1 1 1 1 1 1 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 9 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 

Sbjct : 351 caggatgatggtcctcccggctcagaggaccctgagcgtgatgaccacgagggccagccc 410 
Query: 181 cggccccgggtgcctcggaagcggggccacatctcacctaagtcccgccccatggccaat 240 

1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 i 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Sbjct : 411 cggccccgggtgcctcggaagcggggccacatctcacctaagtcccgccccatggccaat 470 
Query: 241 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 3 00 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 

Sbjct : 471 tccactctcctagggctgctggccccgcctggggaggcttggggcattcttgggcagccc 530 
Query: 301 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 3 60 

IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

Sbjct : 531 cccaaccgcccgaaccacagccccccaccctcagccaaggtgaagaaaatctttggctgg 590 
Query: 3 61 ggcgacttctactccaacatcaagacggtggccctgaacctgctcgtcacagggaagatt 420 
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